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Koshu (Vitis sp. cv.) is an indigenous grape cultivar for white wine making, which has been grown for over a thousand

years in Yamanashi, Japan. A berry of Koshu has certain characteristics that are exemplified by large bunch and berry sizes,

pink skin color, and high total phenolic content, which differ from those of European wine grapes. At present, molecular

studies of Koshu grape are still lacking. Here, we present the molecular characteristics of Koshu grape using omics data

analyses. We hope that our findings will inspire more research and interest in this unique Japanese grape cultivar.
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Fig.1 The Venn diagrams of differentially expressed genes.
The diagram shows DEGs in KL (Koshu leaf) vs. PL (Pinot noir
leaf) and KS (Koshu shoot) vs. PI (Pinot noir shoot).
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Fig. 2 Hypothetical pathway for the biosynthesis of
3-mercaptohexanol precursor in grapevine
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Fig. 3 Comparative genomic analysis between Koshu and
European grapes
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