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Figure 1 Schematic representation of the method of RFLP

analysis.
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Figure 2 Schematic representation of the method of AFLP

analysis using a RI labeled primer.
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Figure 3 Phenetic clustering of grapes based on AFLP
fragments. DNA sample of Pinot blanc was proved to be not
correct. The numbers on the clusters indicate bootstrap

probabilities per 1000.
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Figure 4 RFLP analysis of Oriental and Occidental cultivars
of V. vinifera. Hindlll digested DNA was hybridized with the

spacer region of IDNA.
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Figure 5 UPGMA dendrogram on the SSR analysis
using 17 markers. The Occidental and Oriental cultivars
of V. vinifera are shown by Roman font and underlined
Roman font, respectively. The bold font represents the

cultivars of V. labrusca.
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